Can we predict where dangerous animal-borne viruses will appear next?

[G]iven good data, [Ebola, a] notoriously unpredictable zoonotic — or animal-borne — disease, which is
passed to humans via primates and probably bats, may actually be quite predictable, believes David
Redding, a researcher at the ZSL Institute of Zoology in London.

Redding and a team of disease ecologists from University College London (UCL) have built a computer
model encompassing environmental disturbance and social change such as deforestation and urban
expansion, the movement of host animals, expected climate change, temperature, rainfall, types of
habitat, even transport links. It has accurately predicted where the last three outbreaks would emerge,
though not their timing.

“We have used our understanding of how climate and habitat create the conditions suitable for the host
animal species which carry the Ebola virus to exist and then where people and these animals are likely to
contact each other.”

“There is no reason why this model should not be used to to predict outbreaks of more than 200 other
known zoonotic diseases,” says Kate Jones, chair of ecology and biodiversity at UCL, who worked with
Redding.
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[T]he Global Virome project, [is] a $4bn (£3.1bn) plan to build on Predict and discover and genetically
record all the world’s unknown viral threats. It is billed as “the beginning of the end of the pandemic era”,
and a “change from responding to threats to proactively preparing for them to strike.”
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